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SEQUENCE LISTING 

<110> Brooks, Cydney C. 

<120> Methods for Treating Diabetes and Insulin resistance 

<130> ADY~009 

<150> 60/401,389 
<151> 2002-08-05 

<160> 2 



<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 3775. 

<212> DNA 

<213> Homo sapiens 



<4 00> 1 

tgagccggcc' 
gtggtgac.cg 
ccggagccgc 
atacccgcgg 
gtgtctccet 
ctggagggct 
cagctctctg 
ctccgccgct 
gaatttgtgc 
aactaccaga 
ctgggggtgg 
tcccgcttgg 
aacaacgcac 
ccctgggcca 
gtgtacacgg 
tacgatgtga 
ggcactgcgg 
aaattggagg 
aagccttctt 
gcgcgtgccc 
accggccccg 
caagcttcag 
gagaggagca 
caggttgcgc 
ggtggacacc 
acaccccaga 
cccaaggagc 
cgtgcaccca 
caggacatgc 
ccactgcccc 
aaaggcccct 
cctgacagct 
aagctggctg 
gcttcactgg 
gccaaagagg 
ctggacccca 
gtcattaagg 
aagctactga 
gccaaccctg 



gcagagccat 
tgagggtgca 

gccgggcccc 
tgcaccgcct 
ccggatacta 
tctatgaaga 
tgagggtcaa 
ccctcttctc 
attcagaggg 
gctacatcct 
tggcccacag 
tggtgaagac 
cgctgttcat 
atctggtgtc 
tcaccctcat 
cggatgcact 
gcactgacgt 
atggagacat 
ctgaggaggg 
cggaacctgg 
ccctgctgac 
tgaacctttt 
tctacaaagc 
tggcccaggg 
oagatgcccg 
gccctgcccc 
cactgatacc 
ggctctctat 
tgaatgtaga 
tgctctcggg 
tcccaccacc 
cagccctccc 
ggggccatgg 
accctgtctc 
tgctgccctc 
agcgcacgaa 
ctgctctgct 
ccatgatgcc 
acatacccct 



ggcgggcggg 
gtacctggaa 
cacctgcagc- 
gctgggagcg 
cctggacacc 
gatcagcaaa 
cgctatcttg 
actgaagcag 
gctgagctge 
tagagcgctc 
tgacactatt 
agccctgaag 
ccgtgcagtg 
catcctggag 
caacaagacg 
ggagcagcag 
cgacctgcgc 
cgaagaagcc 
caagaggagc 
ccccacaggc 
aggccccgcc 
tcctaccatc 
ccggttcctg 
ccgggcagag 
gcaactctgg 
ctgtgtcctg 
agcaagcccc 
tggggacctg 
gtctgtggag 
agtacccccc 
tccacctcta 
cactaagagg 
agtctctgca 
agtggacacg 
caagaaagct 
cgccatcaac 
caactttgat 
cacggaggaa 
gggcccagcc 



gaagaccgcg 
gacaccgacc 

ctggacgggg 
ccgctcaagt 
gagctgtccc 
gggcggaagc 
gaaaagctgt 
atcttccagg 
ctgatccgtg 
ggccagctga 
cagtggctgt 
ctgctgttgg 
aactctgtgg 
gagaagaatg 
ctggcggcgc 
ggcatggaca 
acgcagcttg 
ccaggcgctg 
cgccgttctc 
cccgcctcac 
tccagccctg 
tctgtggcac 
gagaatgtgg 
acacttgccg 
gactccccag 
ctccgggccc 
aaggctgagc 
gacttttcag 
gctgggaaag 
cctcccccac 
cctctggctg 
aagacagtaa 
agccgctttg 
gcccgactgg 
ggagagggcc 
atcggcctaa 
gagtttgctg 
gagcggcaga 
gagaacttcc 



gggacggaga 
ccttcgcatg 

cgctgccctt 
tg<^aggattg 
tggaagagca 
ccacgctgat 
atagctccag 
aggacaaaga 
tgggtgctgc 
tgctctttgt 
acacattgtg 
tgtttgtaga 
ccacgaccac 
gcgctgaccc 
tcccggacca 
cgctggtcca 
tgctctacga 
gtgggcggcg 
tggaaggcgg 
cggtaggccc 
tgggccctcc 
cctcagctga 
cggcagcaga 
gggccatgcc 
agacagcccc 
agcgaagcct 
ccatctggga 
atctagggga 
acatcccagc 
ttccacctcc 
cccctcttcc 
aacttttetg 
ggccctgcgc 
aacacctctt 
gccggacaat 
ccacactgcc 
tcagcaagga 
agattgaggg 
tgatgactct 



gccggtatca 
tgccaacttt 

gggcgcgcag 
tgctctgcaa 
gcgggagatg 
ccttcggacc 
tggtcctgag 
cctggtgcct 
tgccgaccac 
ggatggaatg 
tgccagcctg 
atactccgaa 
cggtgctcct 
tgagttgttg 
ggactccttc 
gcgccacctg 
gaacgcGctg 
ggaacgacga 
gggctgcccc 
cacctcttcc 
ctccggtctc 
cacctccagc 
aacagagaag 
caatgaggcg 
tgcagccaga 
tgcaccagag 
gctccctacc 
ggatgaagac 
tccctcaccc 
cccacccatc 
ccattcagtg 
gcgtgacgtg 
caccctctgg 
tgagtctcgt 
gaccacagtg 
acctgtgcat 
tggcattgag 
agcccagctg 
tgcctccatt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 
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ggcggcctcg 
cgggaaattg 
gccaccttcc 
cagagcagcg 
cgtcgacagt 
tctgacctct 
ctgactgaga 
agcttggcca 
cagtgtgccc 
catgccttcc 
cagttctgcc 
ctacagcagc 
atcaccgaga 
ccagtagcag 
agtctgctga 
cagagcagct 
ccaggctcca 
gtgaccaaga 
cgcaagtctt 
ggactaagca 
gaccctggac 
cccagaactc 
tgagtgtgtg 
gaacgcacgg 



ctgctcgtct 
ctgagccact 
gctgcatcct 
gctttgagct 
cactgctaca 
attcagaaat 
acctggggca 
agcatgagct 
gccgtgttgc 
tgctctacct 
acacgctgcg 
agcagaagca 
cagagaagtt 
tgagcagcgg 
ccagcaggct 
ccccaatcat 
gtttacccag 
gcagtcctcg 
tgagaaggac 
agggtcctgg 
tgcagtgcag 
tgt gcccagg 
tgtatgtgtg 
agcaaaataa 



acaactctgg 
gtttgacctg 
ggctaccctc 
gagctacctg 
ccatctctgc 
ccctgccctg 
gctggagcgc 
ggccccagcc 
catgctaagg 
gggctacacc 
ggaatttgcg 
ggccacatac 
ctcaggtgtg 
gccaggccgg 
tgaggacacc 
gcccacagtg 
tgatacat ca 
tgccttagct 
gttgaagagt 
cctggaggtg 
gagatgacag 
agccatgcct 
tgtgtgcatg 
aattttctta 



gccttcaagc 
aaagtgggta 
ctagctgtgg 
gagaaggtgt 
tccctagtgc 
acccgctgtg 
cggagccggg 
ctgcgtgccc 
atagtgcacc 
ccgcaggcgg 
cttgagtatc 
cgtgagcgca 
gctggggaag 
ggagatgctg 
acacacaatc 
gggccctcca 
gatgagatca 
gctagggaac 
gggctcggag 
tgaaggtgct 
agtgaggagg 
tgagcagtat 
catatgcatg 
gctaatccca 



tggactatga 
tggaacagct 
gcaacttcct 
cagatgtgaa 
tccagacccg 
ccaaggtgga 
cagccgagga 
gcctcaccca 
gccgtgtctg 
cccgtgaagt 
ggacttgccg 
acaagacccg 
cccccagcaa 
acagtcatgc 
gccgcagcag 
ctgcatcccc 
tggaccttct 
gcaagcgttc 
atgacctggt 
gtatcccgga 
gcccagagca 
tagccgtgtg 
tgcatgtgtg 
aaaaaaaaaa 



cagcatggag 
ggtacagaat 
caatggctcc 
ggacacggtg 
gcctgagtcc 
ctttgaacag 
aagcctgcgg 
cttcctggac 
caataggttc 
gcgcatcatg 
ggaacgagtg 
gggacgcatg 
cccctctgtc 
tagtatgaag 
aggcatggtc 
agaagaaccc 
ggtgcagtca 
ccgcggcaac 
gcaggcactg 
aatctatctg 
gaattctggc 
tgtatgcatg 
tgagctcctt 
aaaaa 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540' 
3600 
3660 
37-20 
3775 



<210> 2 
<211> 1164 
<212> PRT 

<213> Homo sapiens 



<400> 2 ^ 

Met Ala Gly Gly Glu Asp Arg Gly Asp Gly 

1 ■ 5 10 

Thr Val Arg Val Gin Tyr Leu Glu Asp Thr 

20 25 
Asn Phe Pro Glu Pro Arg Arg Ala Pro Thr 

35 40 
Leu Pro Leu Gly Ala Gin lie Pro Ala Val 

50 55 
Pro Leu Lys Leu Glu Asp Cys Ala Leu' Gin 
65 70 

Tyr Leu Asp Thr Glu Leu Ser Leu Glu Glu 

85 90 
Gly Phe Tyr Glu Glu lie Ser Lys Gly Arg 

100 105 
Arg Thr Gin Leu Ser Val Arg Val Asn Ala 

115 120 
Ser Ser Ser Gly Pro Glu Leu Arg Arg Ser 

130 135 
lie Phe Gin Glu Asp Lys Asp Leu Val Pro 
145 150 

Gly Leu Ser Cys Leu lie Arg Val Gly Ala 
165 170 
Gin Ser Tyr lie Leu Arg Ala Leu Gly Gin 

180 185 
Gly Met Leu Gly Val Val Ala His Ser Asp 

195 200 
Thr Leu Cys Ala Ser Leu Ser Arg Leu Val 

210 215 
Leu ^Leu Leu Val Phe Val Glu Tyr Ser Glu 
225 230 



Glu 


Pro 


Val 


Ser 


Val 


Val 










15 




Asp 


Pro 


Phe 


Ala 


Cys 


Ala 








30 






Cys 


Ser 


Leu 


Asp 


Gly 


Ala 






45 








His 


Arg 


Leu 


Leu 


Gly 


Ala 




60 










Val 


Ser 


Pro 


Ser 


Gly 


Tyr 


75 










80 


Gin 


Arg 


Glu 


Met 


Leu 


•Glu 










95 ■ 




Lys 


Pro 


Thr 


Leu 


He 


Leu 








110 






He 


Leu 


Glu 


Lys 


Leu 


Tyr 






125 








Leu 


Phe 


Ser 


Leu 


Lys 


Gin 




140 










Glu 


Phe 


Val 


His 


Ser 


Glu 


155 










160 


Ala 


Ala 


Asp 


His 


Asn 


Tyr 










175 




Leu 


Met 


Leu 


Phe 


Val 


Asp 








190 






Thr 


He 


Gin 


Trp 


Leu 


Tyr 






205 








Val 


Lys 


Thr 


Ala 


Leu 


Lys 




220 










Asn 


Asn 


Ala 


Pro 


Leu 


Phe 


235 










240 



2 



ADY-009 



He Arg Ala Val 

Ala Asn Leu Val 

260 

Leu Leu Val Tyr 

275 

Pro Asp Gin Asp 
290 

Gly Met Asp' Thr 
305 

Val Asp Leu Arg 

Glu Asp Gly Asp 
340 

Arg Arg Lys Pro 
355 

Glu Gly Gly Gly 
370 

Pro Ala Ser Pro 
385 

Thr Gly Pro Ala 

Ser- Val Asn Leu 
420 

Ser Ser Glu Arg 

435 

Ala Ala Glu Thr 
450 

Thr Leu Ala Gly 

465 

Arg Gin Leu Trp 

Gin Ser Pro Ala 
500 

Pro Glu Pro Lys 
515 

He Trp Glu Leu 

530 

Asp Phe Ser Asp 
545 

Glu Ser Val Glu 

Pro Leu Leu Ser 
580 

Pro He Lys Gly 
595 

Pro Leu Pro His 

610 

Lys Thr Val Lys 
625 

Gly Val Ser Ala 

Leu Asp Pro Val 
660 

Ser Arg Ala Lys 

675 

Arg Thr Met Thr 
690 

He Gly Leu Thr 
705 

Leu Asn Phe Asp 



Asn Ser Val Ala 
245 

Ser He Leu Glu 

Thr Val Thr Leu 
280 

Ser Phe Tyr Asp 
295 

Leu Val Gin Arg 
310 

Thr Gin Leu Val 

325 

He Glu Glu Ala 

Ser Ser Glu Glu 
360 

Cys Pro Ala Arg 
375 

Val Gly Pro Thr 
390 

Ser Ser Pro Val 

405 

Phe Pro Thr He 

Ser He Tyr Lys 

440 

Glu Lys Gin Val 
455 

Ala" Met Pro Asn 
470 

Asp Ser Pro Glu 
485 

Pro Cys Val Leu 

Glu Pro Leu He 
520 

Pro Thr Arg Ala 

535 

Leu Gly Glu Asp 
550 

Ala Gly Lys Asp 
565 

Gly Val Pro Pro 

Pro Phe Pro Pro 
600 

Ser Val Pro Asp 

615 

Leu Phe Trp Arg 
630 

Ser Arg Phe Gly 
645 

Ser Val Asp Thr 

Glu Val Leu Pro 

680 

Thr Val Leu Asp 
695 

Thr Leu Pro Pro 

710 i 
Glu Phe Ala Val 



Thr Thr Thr Gly 
250 

Glu Lys Asn Gly 

265 

He Asn Lys Thr 

Val Thr Asp Ala 
300 

His Leu Gly Thr 
315 

Leu Tyr Glu Asn 

330 

Pro Gly Ala Gly 
345 

Gly Lys Arg Ser 

Ala Pro Glu Pro 
380 

Ser Ser Thr Gly 
395 

Gly Pro Pro Ser 

410 

Ser Val Ala Pro 
425 

Ala Arg Phe Leu 

Ala Leu Ala Gin 
460 

Glu Ala Gly Gly 

475 

Thr Ala Pro. Ala 
490 

Leu Arg Ala Gin 
505 

Pro Ala Ser Pro 

Pro^ Arg Leu Ser 

540 

Glu Asp Gin Asp 
555 

He Pro Ala Pro 
570 

Pro Pro Pro Leu 
585 

Pro Pro Pro Leu 

Ser Ser Ala Leu 

620 

Asp Val Lys Leu 
635 

Pro Cys Ala Thr 

650 

Ala Arg Leu Glu 
665 

Ser Lys Lys Ala 

Pro Lys Arg Thr 
700 

Val His Val He 

715 

Ser Lys Asp Gly 



Ala Pro Pro Trp 
255 

Ala Asp Pro Glu 

270 

Leu Ala Ala Leu 
285 

Leu Glu Gin Gin 

Ala Gly Thr Asp 
320 

Ala Leu Lys Leu 

335 

Gly Arg Arg Glu 
350 

Arg Arg Ser Leu 
365 

Gly Pro Thr Gly 

Pro Ala Leu Leu 
400 

Gly Leu Gin Ala 

415 

Ser Ala Asp Thr 
430 

Glu Asn Val Ala 
445 

Gly Arg Ala Glu 

His Pro Asp Ala 

480 

Ala Arg Thr Pro 
495 

Arg Ser Leu Ala 
510 

Lys Ala Glu Pro 

525 

He Gly Asp Leu 

Met Leu Asn Val 
560 

Ser Pro Pro Leu 
575 

Pro Pro Pro Pro 
590 

Pro Leu Ala Ala 
605 

Pro Thr Lys Arg 

Ala Gly Gly His 
640 

Leu Trp Ala Ser 

655 

His Leu Phe Glu 
670 

Gly Glu Gly Arg 

685 

Asn Ala He Asn 

Lys Ala Ala Leu 

720 

He Glu Lys Leu 



3 



ADY-009 











725 










730 










735 




Leu 


Thr 


Met 


Met 


Pro 


Thr 


Glu 


Glu 


Glu 


Arg 


Gin 


Lys 


He 


Glu 


Gly 


Ala 








740 










745 










750 






Gin 


Leu 


Ala 


Asn 


Pro 


Asp 


lie 


Pro 


Leu 


Gly 


Pro 


Ala 


Glu 


Asn 


Phe 


Leu 






755 










760 










765 








Met 


Thr 


Leu 


Ala 


Ser 


lie 


Gly 


Gly 


Leu 


Ala 


Ala 


Arg 


Leu 


Gin 


Leu 


Trp 




770 










775 










780 










Ala 


Phe 


Lys 


Leu 


Asp 


Tyr 


Asp 


Ser 


Met 


Glu 


Arg 


Glu 


He 


Ala 


Glu 


Pro 


785 










7 90 










795 










800 


Leu 


Phe 


Asp 


Leu 


Lys 


Val 


Gly 


Met 


Glu 


Gin 


Leu 


Val 


Gin 


Asn 


Ala 


Thr 










805 










810 










815 




Phe 


Arg 


Cys 


He 


Leu 


Ala 


Thr 


Leu 


Leu 


Ala 


Val 


Gly 


Asn 


Phe 


Leu 


Asn 








820 










825 










830 






Gly 


Ser 


Gin 


Ser 


Ser 


Gly 


Phe 


Glu 


Leu 


Ser 


Tyr 


Leu 


Glu 


Lys 


Val 


Ser 






835 










840 










845 








Asp 


Val 


Lys 


Asp 


Thr 


Val 


Arg 


Arg 


Gin 


Ser 


Leu 


Leu 


His 


His 


Leu 


Cys 




850 










855 










'860 










Ser 


Leu 


Val 


Leu 


Gin 


Thr 


Arg 


Pro 


Glu 


Ser 


Ser 


Asp 


Leu 


Tyr 


Ser 


Glu 


865 










870 










875 










880 


He 


Pro 


Ala 


Leu 


Thr 


Arg 


Cys 


Ala 


Lys 


Val 


Asp 


Phe 


Glu 


Gin 


Leu 


Thr 










885 










890 










895 




Glu 


Asn 


Leu 


Gly 


Gin 


Leu 


Glu 


Arg 


Arg 


Ser 


Arg 


Ala 


Ala 


Glu 


Glu 


Ser 








900 










905 










910 






Leu 


Arg 


Ser 


Leu 


Ala 


Lys 


His 


Glu 


Leu 


Ala 


Pro 


Ala 


Leu 


Arg 


Ala 


Arg 






915 










920 










925 








Leu 


Thr 


His 


Phe 


Leu 


Asp 


Gin 


Cys 


Ala 


Arq 


Arg 


Val 


Ala. 


Met 


Leu 


Arg 




930 










935 










940 










He 


Val 


His 


Arq 


Arg 


Val 


Cys 


Asn 


Arg 


Phe 


His 


Ala- 


Phe 


Leu 


Leu 


Tyr 


945 










950 










955 










960 


Leu 


Gly 


Tyr 


Thr 


Pro 


Gin 


Ala 


Ala 


Arg 


Glu 


Val 


Arg 


He 


Met 


Gin 


Phe 










965 










97 0 










975 




Cys 


His 


Thr 


Leu 


Arq 


Glu 


Phe 


Ala 


Leu 


Glu 


Tyr' 


Arg 


Thr 


Cys 


Arg 


Glu 








980 










985 










990 






Arg 


Val 


Leu 


Gin 


Gin 


Gin 


Gin 


Lys 


Gin 


Ala 


Thr 


Tyr 


Arg 


Glu 


Arg 


Asn 






995 










1000 








1005 






Lys 


Thr 


Arg 


Gly 


Arg 


Met 


He 


Thr 


Glu 


Thr 


Glu 


Lys 


Phe 


Ser 


Gly 


Val 




1010 








1015 








1020 








Ala 


Gly 


Glu 


Ala 


Pro 


Ser 


Asn 


Pro 


Ser 


Val 


Pro 


Val 


Ala 


Val 


Ser 


Ser 


1025. 








1030 








1035 








1041 


Gly 


Pro 


Gly Arg 


Gly 


Asp 


Ala 


Asp 


Ser 


His 


Ala 


Ser 


Met 


Lys 


Ser 


Leu 










1045 








1050 








1055 


Leu 


Thr 


Ser 


Arg 


Leu 


J Glu 


Asp 


Thr 


Thr 


His 


Asn 


Arg- 


Arg 


Ser 


Arg 


Gly 








1060 








1065 








1070 




Met 


Val 


Gin 


Ser 


Ser 


Ser 


Pro 


lie 


Met 


Pro 


Thr 


Val 


Gly 


Pro 


Ser 


Thr 






1075 








1080 








1085 






Ala 


Ser 


Pro 


Glu 


Glu 


Pro 


Pro 


Gly 


Ser 


Ser 


Leu 


Pro 


Ser 


Asp 


Thr 


Ser 




1090 








1095 








1100 








Asp 


Glu 


He 


Met 


Asp 


Leu 


Leu 


Val 


Gin 


Ser 


Val 


Thr 


Lys 


Ser 


Ser 


Pro 


1105 








1110 








1115 








1121 


Arg 


Ala 


Leu 


Ala 


Ala 


Arg 


Glu 


Arg 


Lys 


Arg 


Ser 


Arg 


Gly Asn 


Arg 


Lys 










1125 








1130 








1135 


Ser 


Leu 


Arg 


Arg 


Thr 


Leu 


Lys 


Ser 


Gly 


Leu 


Gly Asp 


Asp 


Leu 


Val 


Gin 








1140 . 








1145 








1150 




Ala 


Leu 


Gly 


Leu 


Ser 


Lys 


Gly 


Pro 


Gly 


Leu 


Glu 


Val 











1155 1160 
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